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B Automatic methods of cell counting and tracking are important 1. Combination of threshoiding using seed detection based on MSER 1. Evaluation metrics
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2. Cell division using structural dissimilarity
B According to the assumption associated with the shape of ROl and Gaussian mixture model, we
. - : : estimate a GMSM (Gaussian Mixture based Shape Model) using EM (Expectation-Maximization),
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clustering selection Poseeee=ck m A high performance in quantification of cells can be obtained
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progress when compared to other cell segmentation methods,

which require high accuracy of seed detection for accurate
segmentation
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B Boundaries estimated using the proposed method is similar to
“.__human perception of boundaries between aggregated cells




